A simple method is presented for determining the effect on the genetic variance of a quantitative trait, of selection followed by various degrees of assortative mating. RECENTLY, Baker (1973) compared the effects of perfect assortative mating subsequent to truncation selection on the additive genotypic variance (V) of the following generation, to the effects of truncation selection alone. The purpose of this note is to present a simple method of deriving a close approximation to these results. Our derivation also allows the effects of imperfect assortative mating to be readily obtained. We proceed as follows:
subsequent to truncation selection on the additive genotypic variance (V) of the following generation, to the effects of truncation selection alone. The purpose of this note is to present a simple method of deriving a close approximation to these results. Our derivation also allows the effects of imperfect assortative mating to be readily obtained. We proceed as follows:
Let h2 be the standardised additive genotypic variance found in a population. Then under Hardy-Weinberg equilibrium conditions, it is clear that h2 will remain constant from generation to generation. That is, each generation an amount of additive genotypic variance equal to h2 is produced. As is well known (see, e.g. Lush, 1945) , under Hardy-Weinberg conditions two sources each contribute half of the total additive genotypic variance each generation. These are: 1. Mendelian segregation, which generates differences between the progeny of any particular parental pair, and 2. Random mating, which produces differences between the mean additive genotypic values of the various individual parental pairs.
For our purposes, differences between the mean additive genotypic values of individual parental pairs can also be considered as arising from two sources: 2. 
For assortative mating alone, we have fL.2\2 V = h2+ -'-r 2 and for truncation selection alone, we have V= ha-(h2)2 Table I shows value of 2 for various proportions selected, and the calculated ratios of additive genotypic variance after selection and assortative mating to additive genotypic variance after selection and random mating. It should be noted that accurate values for 2 can be obtained only by interpolating to three additional places in table III (The Normal Probability Baker's (1973) results also show that these ratios are relatively unaffected by the number of loci involved or by gene frequencies at the loci (except when heritability is high and selection intense). Thus the formulas presented here should be of general utility in approximating the short term of effects of selection and/or assortative mating on the additive genotypic variance of an offspring population.
